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Chromosome) B)# 0"""""""""""""""""""""""""1"""""""""""""""""""""""""2"""""""""""""""""""""""""3"""""""""""""""""""""""""4"""""""""""""""""""""""""5"""""""""" (log 10 (expected"P)" (log 10 (observed"P)" Figure S1 . EWAS Data are presented as mean ± standard deviation. Exposed (E) and non-exposed (NE) indicates individuals who were and were not, respectively, exposed prenatally to maternal cigarette smoking. Differential DNA methylation (DNAm) between adolescents exposed and non-exposed prenatally to maternal cigarette smoking was assessed with linear regression using M-values at 473,395 CpGs. The results are presented as adjusted mean differences in DNAm β values between exposed and non-exposed individuals (DNAm β difference) and their respective standard errors (SEs) and uncorrected (nominal) P-values. * Indicates FDR-significance (p<0.05).
Chromosome position (indicated by chromosome number followed by position) is based on the NCBI Human Reference Genome Assembly Build 37.p10.
